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Analysis of RNA-binding proteins that regulate meiotic cell cycle
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WFZep B o3 (3530) : The aimof this studr is to elucidate the functionof RNA-binding

proteins, Mei2p and Mmilp, that regulate meiotic cell cycle in fission yeast. It

turned out that phosphorylation of RNA polymerase II is crucial for the expression

of Mei2p. It has been also proved that polyadenylation of meiotic mRNAs is essential

for the selective elimination induced by Mmilp.
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