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To examine if microRNA plays a role in gonad formation and sexual differentiation,
microRNA profiles were determined by high—-sensitive microRNA profiling method, mRAP,
using mouse embryonic supporting cells purified frommale and female gonads. The profiles
obtained were further verified by TagMan method. The results shows that mir—-199a—bp is
preferentially expressed in female supporting cells, suggesting that microRNA is
associated with gonad formation and sexual differentiation in supporting cells in mouse
embryonic gonad.
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