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WFZER IR DOBEE (3530) : To infer a robust phylogenetic tree of the group Fornicata, which
comprises exclusively of amitochondriate flagellates, we sequenced several phylogenetic
marker genes from free-living Fornicata organisms, and underwent multi-gene phylogeny.
The tree finally obtained robustly reconstructed the relationships among subgroups of
Fornicata. The tree could be a backbone for evolutionary comparison analyses of the
mitochondrion-related organelles in Fornicata.
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