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Intercellular interaction observed in thermo-tolerant evolution process of E. coli was
quorum sensing like growth regulation.  This interaction was mainly driven by lactic acid
as quorumon. This interaction appeared strongly in early phase in 45 degree adaptation
and decreased evolution time-dependently.
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Table 1. Mutations occumring m the various evolution
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Evolutionary period Mumber of SNPs Number of InDels

Anc—37L ¥y 5
Anc—41B ] 2
416—43B8 3 4
A3N—454 ? 4
A5A—15L 16 11

The nursbers of the single-nudeatide subsiitution (SNPs} and the amall
insertion arvlfor dedetion (InDels) occuming in the various evolution periods
were sumnrarized. Mo lange InDel was dececied
dok10.1371 fournal pgen. 1 00T 1641001
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