= C-19
AEMRBEHBEMRERBREE
Rk 2 343 4 3 1 HEAE

HEES : 11101

MEiER  ABHE (C)

FFZRHARS : 2008~2010

EHEES 20580068

HAERFEEL (F1X) tmRNAIZKS FS U REROH L LA EBHERED AZER

MEREESL (EX)

Novel physiological functions of trans-translation mediated by tmRNA
HEREKRE

Kk HES (MUTO AKIRA)

BhRIKE - B4 GE P - X8

MEELZS : 80034635

FZER R OBEE (Fns0) -

kT AFIERIZ, 1EH T mRNA &5 Z Fidr & 2551 tRNA Ol 7 OFEHEE & £5-> tmRNA OO ff)
TICED, ik RUZ2 RO T2 mRNA @ 3 Ui CEH L 72 BIRR 2 808 L. BIRRIE T O RE e/
TF RESRRICES ZRIEIR S AT A TH D, AR TIE, BEEICBWTIZO VAT AN
(1) P ERICLETHY, (2) BERTA MIFNCHES LTS Z e, ZHLMNTL,
SRR AEBBRICE b TS Z AR LT,

WFFERR OB (3530) -

Transtranslation is an irregular translation system, in which tmRNA (transfer and
messenger RNA) rescues the ribosome stalled at the 3’ end of truncated mRNA lacking
a termination codon to produce a chimeric polypeptide from two message on truncated
mRNA and tmRNA. It provides the incomplete nascent polypeptide from a truncated
mRNA with a tag for degradation. In this study, we have demonstrated that the
trans-translation system is involved in (1) endospore formation and (2) catabolite
repression in Bacillus subtilis.
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