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R R OME (Fu30) « A # AR Methanosarcina mazei (A % J 9Ly =¥ A)
@ aggregate 7> 5 single cell ~DTEREZ(LIZ B B M fLBE /il 3 disaggregatase DFEHISL
HafER L, ZOMEEE A X OFAEIH & A X U REEO B FRALITIE T 5 72 O O FLAE 1 3
15X 9 & L7z, Methanosarcina mazei ® disaggregatase OEMEITHE Y22 A 4 L HE DIETR
FCETTIE, ZEMICRIAINDZ L EZHLNIT D E & HIT, disaggregatase Bin 1%
BT DA FOIEHIZREI LT=, F£7-. disaggregatase MIEI & single cell 1k & D BEURN
Methanosarcina mazei DEIREITHE2 D Z L #H S5 L, aggregate 7> 5 single cell ~D

SHEZALD A 7 = X IR DSt % 1572,

TFZE Rl R OB (3£30) : The objective of this study was to elucidate conditions for expression
of cell wall degrading enzyme, disaggregatase, involved in morphological changes from
aggregates to single cells of a methanogenic archaeon, Methanosarcina mazei, and to
obtain fundamental information to utilize functions of the enzyme for mitigation of
methane emission and improvement of methane fermenting efficiency. Activity of
disaggregatase in Methanosarcina mazei was expressed by reducing the proteins in
solutions with appropriate concentrations of cations. Rice plants introduced with the
disaggregatase gene successfully transcribed the gene. Relationships between expression of
disaggregatase and morphological change from aggregates to single cells varied with two
strains of Methanosarcina mazei, indicating a clue to reveal mechanism of the
morphological changes in Methanosarcina mazei.
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B #® th

LPBM MS SC2-NaCl SC2
LYC A(S) S, A S(A) S
TMA A A A(S) S
BAA> B E (mM)
Mg2+ 1.8 4.9 49 49
Caz* <0.1 2.7 2.7 2.7
Na+ 89 59 59 459

*S, H—#BBa(single cell); A, fEA{k(aggregate).
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