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Functional characterization of drug metabolizing enzyme genes and
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CYP2B6 Tl 26 fEi%H, TPMT Tl 23 FEFED RN Y 7 o MRS ~N 7 Z — & ERLL . C0S-T7 M
JAHIZZNENEZ RS L 2 LN TE e, AR LIEHEOZ bR L2 2 A, £<
DR T N TTHEBEE LR E 5 Z LB NI T2,

WFFERLAE OBEEE  (HE30)

Drug metabolizing enzymes, CYP2D6, CYP2B6, and TPMT are enzymes of potential importance
for the metabolism of clinically used drugs, and it exhibits genetic polymorphism with
interindividual differences in metabolic activity. The aim of this study was to

investigate the functional characterization of CYP2D6, CYP2B6, and TPMT variants.
Functional characterization of 17 CYP2D6, 26 CYP2B6, and 23 TPMT variants revealed an
altered enzyme activity of a number of allelic variants.
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