&=L C-19
MEMARERDEMRARESE

Rk 23 4 6 H 7 HEE

WEES . 25301
MEER  EBHE ()
AZEHARS - 2008~2010
FHEES . 20590582
MEREL (F1X) DMEERBDURY 779 32—, ADNA ORBIEDAEDR & REEEMER
&
MEERER (3EX) Metabolism of ADMA, a novel risk factor of cardiovascular diseases
and its pathophysiological role
HRERERE
AAX [ENEZE (KIMOTO MASUMI)
IR KRZ - RIEBEAZFS - 2R
MEEEZES: 40108866

WFIER R OME (Fi30) : DIMERBDOY AT 77 7 X —THHIERMPME AT AT L=
(ADMA) D L)L & F089 2% 2 #9572 012, MERMARIZR T 2 AR7 2/ ok
BRIZOWTHA L2, RILERIZEBUVWT, ADMA OB NIERIZENTWNDE Z &, 72BN
FEAE L RICBE A% L L C PRMT1 B KX O DDAH1 OIFfE & SCGE L, ZH0 5 OERA RS HL,
DOEFZ LB A LN LT, 72, ADMA 250X o RXJEL L THH TIT—EEFREL,
PRMT1 DX —/%7y hZ R BETHDH I LML, 20X 912, FRILEIZKIT S ADMA
DR 2 SN LT DIIARFZER IO T TH 5.

BFZE R R o3 (%) : We investigated the metabolic pathways of asymmetric
dimethylarginine (ADMA) in blood cells to elucidate the regulatory mechanism of elevation
of plasma ADMA, a novel risk factor of cardiovascular diseases. We found for the first time
that ADMA was actively metabolized by PRMT1 and DDAH1 in erythrocytes and identified
catalase that contains ADMA residue and interacts with PRMT1. These findings suggest
that catalase is a potential target for methylation by PRMT1 in erythrocytes and may be a
source of plasma ADMA.
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