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Role of ROD1 in the pathogenesis of allergic inflammation
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We found that ROD1 binds to GU/GC rich regions in introns to regulate splicing. We
succeeded to analyze RNA-protein interaction with CLIP method, which is a quite
effective method established recently. We identified 4 isoforms of ROD1 and found
difference in the ability of nuclear-cytoplasmic shuttling.
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