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Cyclosporine and tacrolimus are the substrates for Cytochrome P450 (CYP) 3A and
P-glycoprotein, which are encoded by CYP3A gene and MDR1 gene. Several single
nucleotide polymorphisms have been identified in these genes. In order to investigate
the possible association of the CYP3A gene polymorphism and MDR1 gene
polymorphism with graft function and rejection trough concentration and dose
requirement in 128 renal transplant recipients.

100% and 96.8% of population showed a CYP3A4*1B *1/*1 and CPY3A4*16 *1/*1
genotype, while only 8% of population showed CYP3A5*3 *1/*1. For the SNP of MDR1
at exon21(2677G>(T,A)), wild type (G/G), hetero type (G/A, G/T), mutant type (T/T, A/A,
A/T) were observed in 21 (16.5%), 51 (40.2%) and 55 (43.3%) cases and SNP of MDR1 at
exon26(3435C>T), the CC,CT and TT genotypes were observed in39 (30.7%), 67
(52.8%) and 21 (16.5%) cases, respectively. There is no clear relationship between
rejection and genotype. Some of our patients having CYP3A5*1/*1 genotype required a
larger dose of tacrolimus to achieve the same concentrations as patients having other

genotype.
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