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Novel cancer related genes of lung based on the genomic and epigenomic aberrations.

HEREKRE
W EZ (YOKOI SANA )
FEENAELE— (BERF) - BMAY/ Levi— - BE
HEREES : 30372452

WFIERLR OBE (F130)

I K DR DR R DOJER TH DI DOBInFR—E &2, ~A 787 LA 2 VTR LT,
Jifi 28 AR 3 W TR RS L ORR D380 B 5 YRS 2 B iC L, B3
MR RIS 0D th 20> & B IS FEVFE BN TUE L T 2 FT O il B n - 2 W8 L7z, £z, i
P ERRRIR 22 IO T RAT 24TV 207 - IR ISR D DI+ DIRFE 2D T,

WFZER R OBEEL (330) -

To explore novel lung cancer related genes, genomic and epigenomic aberrations were detected
by DNA microarray in lung cancer cell lines and primary lung tumors from Japanese patients.
We detected novel lung cancer related gene in the genomic amplified regions. We also make

genetically modified mice of the gene.
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