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MFZE R R o E (L) . We recently showed that Id2 mutant mice develop
hydronephrosis with congenital obstruction at the wureteropelvic junction, the
characteristics of which show a close resemblance to those of human congenital
hydronephrosis. We investigated whether 1d2 was involved in the pathogenesis of
hydronephrosis using unilateral ureteral obstruction (UUO) mouse model. After 3 days
of UUO, Id2 gene expressions of renal pelvis were increased by 2.4-fold. Ingenuity
pathway Analysis and microarray expression data analysis from public data database
suggested that I1d2 gene related with Angiotensinogen.
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