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Hypermethylation of promotor region of tumor suppressor gene in serum of oral
squamous cell carcinoma patients before the tumor extirpation was pl6; 66.7%,
MGMT; 14.3%, RECK; 4.8%, CDH1 and TIMP-3; 0%.

The cases of hypermethylation of promotor region of p16 in serum before the tumor
extirpation were investigated about hypermethylation of p16 in serum 3 months after
the tumor extirpation. Hypermethylation of p16 was detected in patients with cancer
and non-tumor-bearing patients. Hypermethylation of promotor region of p16 did not
change before and after the tumor extirpation in serum of oral squamous cell

carcinoma patients.
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