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HivE L, BEFEE~STVRAZHNLZET, UTORZHLNIC L, 1) AT MaIC
BT 5 H19-ICR @ DNA A F /UL BRT 2B OM 2 XBIT 55 ) AMERTIZRD, 2)
CTCF iGN+ D7 UV VERAFE S X B 7 7 AMERTIEZRW, 3) JITR22 - 72 H19-ICR
BEFNZFE Y 95 small RNA 25, =47 7 AMEHRTIEZ2V, 4) H19-ICR DRl Y iAFA A F
MUIZ R TT VLD AF AL E FEFTT VDA F AL DIFFEDOHFTIC LR EN5,
5) H19-ICR N® Oct-sox EFiL. REGFT7 VLD AXFAALND OREIHLS, 6) =T LY
HS4 A v 2 L—% —Of i, H19-ICR Ol 0 AT X F AL ZBILE LWy,

MR OBEEE (330) : Genomic imprinting is an epigenetic phenomenon in mammals, in
which a subset of genes are mono-allelically expressed depending on their parental origin.
To reveal identity of the epigenetic signature discriminating the parental origin and its
deposition site within the H19-ICR sequence, transgenic mouse methodology was employed
and following findings were demonstrated: 1) Paternal H19-ICR acquired methylation
independently of its establishment in sperm, 2) CTCF sites were not required to establish
paternal-allele-specific methylation in pre-implantation embryos, 3) Sequences in the H19-ICR
corresponding to the small RNA sequences in oocytes were dispensable for methylation imprinting,
4) Differential methylation of the H19-ICR was established by its paternal-allele-specific
methylation and maternal-allele-specific protection-against-methylation, 5) Oct-sox motif in the
H19-ICR harbored protection-against-methylation activity in vivo after implantation, 6) Chicken
HS4 insulator did not protect the H19-1CR from differential DNA methylation.
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