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ISG15, an ubiquitin—like molecule, knockdown THP—1 myelomonocytic leukemia cells were
induced cell death following PMA stimulation. ISG15 gene promoter region contains an
interferon response element. Since interferon regulatory factor 8 (IRF8) is a
transcription factor expressed predominantly in THP-1 cells, IRF8 was thought to play
a role of gene regulation of ISG15. To find the functional direct target genes of IRFS,
the gene expression profiles of siRNA knockdown samples and genome—wide binding locations
by ChIP-chip were analyzed in THP-1 cells. Consequently, ISG15 and other 84 genes were
identified as functional direct targets of IRF8
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