#R= C-19
HEREMHBIEHRRRBESE

V2 248 6 H 1 6 AHLE

EiEE - ZEFME (B)
MR :2008~20009
EEXES:20750133
MZREEL (X)) EAEESHEEEDH Y MEFEHNZAM Yy FICHTEIatTHA4y
5 ERE4L (TEX) Rational strategy of tuning protein-complex function by Iigand
MEREXE

KB F2A (MIZUNO TOSHIHISA)

LHEIEKRY - KEREIFMESR - B2

MEEES 90345950

fRZER R OBEE (Fns0) -
EAE-EALHAEERADOET VR E LT RNA AkEESE (T7 RNAP) & ZOEAIEAE (17
lysozyme) OFHANEMRT Z M, T7 lysozyme MIIZ, FFED T F FEIFHIIZK =  ffidEdx
BEEZTALIaANVRIaf VAL U EEATLIHRICLY, Zn6OMOEAERMAEIER
D Off 735 On ~DAA v FIZRD Liz, £7-—FF T, in vivo TOHAIZEE LW, [EEH
MERFOFEK NS T IS E L, BEELE A RICE T A LEHE KA A ORFHI HHL
OFLAERLD LTz, ARBFZEHIF AICIZ LR 72, ZOT X~ X VBB E OIS &
RIREAEPICHAATLFIT LY . AR TRFER 7R BB M AAE RS R~ OIS 5
b,

WFFER R OB (330 -

As a model system of protein-protein interaction, we chose the T7 RNA polymerase-T7
lysozyme pair in this research. By inserting the originally designed coiled—coil protein
which transform its tertiary structure from random coil to coiled—-coil structure by the
specific ligand peptide, into the T7 lysozyme, we succeeded in tuning the interaction
between T7 RNA polymerase and T7 lysozyme by the binding of specific ligand peptide. On
the other hand, we also succeeded in constructing the ligand-binding protein, which
exhibits a reversible structural alteration following the specific ligand binding
Interestingly, this protein can work even in the 7n vivo circumstances. By combining
this designed ligand-binding protein with various target natural proteins,
ligand-binding tuning of protein—protein interactions should be possible in future
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