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We solved the crystal structures of N-WASP binding protein; EFCLpacsin2 (residues

1-343;EFC/F-BAR domain + C—terminal extension) and EFCSpacsin2 (residuesl-305; EFC/F-BAR
domain) at 2.7 and 2.0 A resolutions, respectively. We found that overexpression of the
pacsin2 EFC/F-BAR domain induced cellular microspikes, with the pacsin2 EFC/F-BAR domain
concentrated at the neck. The hydrophobic loops and the basic amino—acid residues on the
concave surface of the pacsin2 EFC/F-BAR domain are essential for both the microspike
formation and tubulation. Since the curvature of the neck of the microspike and that of
the tubulation share similar geometry, the pacsin2 EFC/FBAR domain is considered to

facilitate both microspike formation and tubulation.
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Mapping of the basic amino—acid residues
responsible for tubulation and cellular
protrusion by the EFC/F-BAR domain of
pacsin2/Syndapin II.
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