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FFZER R OBEE (F130) « AWFICITKAZE X7 RNA (small RNA: sRNA) (2 X %85 138
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WFZER R DOEEE (F30) : SgrS sRNA acts by baseparing with p#sG mRNA, resulting in
translation inhibition and degradation of ptsG mRNA. We showed that the base pairing
between SgrS and ptsG mRNA is directly responsible for translational silencing mediated
by SgrS. We also identified a minimal base-pairing region of SgrS required for translational
repression of ptsG mRNA. These results contribute to understanding the molecular
mechanism by which Hfq-dependent sRNA act in bacteria.
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