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MFZER R OEE (3230) : In this research project, we developed a novel culture system in
which an established germline stem cell line derived from mouse spermatogonia can be
synchronously induced to enter into meiotic prophase in vitro. This culture system enabled
detailed molecular and biochemical analyses on mammalian meiosis such as inductive and
inhibitory signaling pathways, their crosstalk and chromatin dynamics during homologous

chromosome recombination.
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