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WFZER R OMEBE (330) : Flowering time of rice cultivars has diversified to adjust to the
growing season in each local cultivation area. Quantitative trait locus (QTL) analysis
revealed that two QTLs (#d/6 and Hdl7) were involved in the difference of flowering time
between the rice japonica cultivars Koshihikari and Nipponbare. High-resolution mapping
and sequence analysis of the genomic regions enabled us to focus on candidate genes for
each QTL. Compared to control lines, flowering time in transgenic plants with a genomic
fragment containing the Hdi16 candidate gene was changed under short and long day-length
conditions. Significant digenic interaction of Hdl6 was observed with HdZ, which was
previously identified as a flowering time QTL in rice.
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