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In most organisms, tRNase 7 is thought to be essential for 3’ processing of tRNA
molecules. The Escherichia coli tRNase ZS gene, however, appears to be dispensable under
normal growth conditions. Here we intensively examined various (pre—)tRNAs for good
substrates of £ coli tRNase ZS in vitro, and found that the enzyme can nibble off the
3’  terminal CCA residues from mature tRNAs. Furthermore, we discovered that £ coli
tRNase 7S, when sufficiently expressed in the cell, shuts down growth by removing amino
acids from aminoacyl—-tRNAs. The current data suggest that tRNase ZS may help modulate
a cell growth rate by repressing translation under some stressful conditions. We also
examined 3/ processing activity of recombinant yeast tRNase ZL against various yeast
pre—tRNAs 7n vitro. The recombinant yeast tRNase ZL was able to cleavage yeast pre—tRNAs
efficiently after the discriminator nucleotide. Taken together, we speculate the
difference of tRNase Z domain structure between E. co/i and yeast might lead to the
specificity of substrate recognition and cleavage site
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