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WFFER R O (33C) : Bacillus subtilis GlcP negatively regulates a neotrehalosadiamine
(NTD) biosynthesis operon. Here, we investigated, by use of transcriptome, the effect of
glcP disruption on gene expression. As the result, the glcP disruption was found to cause
significant differences in the expression of 13 genes. This effect was, however, completely
negated in a mutant lacking the ability to synthesize NTD, indicating that GlcP-promoted
regulation was exerted depending on de novo NTD synthesis. Our findings suggest that
GlcP participates in regulation of certain genes by repressing the NTD biosynthesis
operon.
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I HEEBETFREIOEIZ, 4o
SEHHEIE FIZ O WTCTER Y 7 /L4 A 2 PCR
MEFEITTH2Z LIV ERLE (R2),
IB5IT, alsS KO 1ieB, yyal s 122U
TIEE Ltk % lacZ BiEICHEE L L
R—2—EE AW chmR Ttz (X
1),

(A) PalsS-lacZ (B) PlicB-lacZ

(C) PyyaH-lacZ

10

2
e
g

Z
2 1
=

Growth (ODsso)

3
g
i

" B-Gal activity (U/ODeso)

10 02

2 4 6 8 4 6 8 10 0
Time (h) Time (h) Time (h)

B1 P,s/acZA)RT Pj,p-lacZ(B). P,,.,~lacZ(C)
DRBICBITD glcP BEFHIEORER
@ gicP+ M:AglcP:spc

I 51T, gleP BIZTFD¥ B4 IPTC THY
TAHZLENTX B TI6S A ERIL , glcP 3k
M O(IPTG ¥ XIXFEFHE (IPTG HEUSHN)
SRR LUEMIAZ AT, EREY TV
2 A LPCRERMT LT= L 2 A, glcP IEFFE S
Tl gleP KRB E RO R EZBIET 55N



T&7 (FR3), LnLnND, 20D glcP
HEWEED NTD G kE G 2 KRB Sz TI172
FRTIE, TI168 BRCHIZ S N8BT HBLD
TALDNERD SR dso Tz, Eio. TI172 #RIC
KR U 7= NTD ZEHICIML CH glcP &
o JEFEICE D BRETFREOEMITEZ S
RN EMND, gleP RBIZE > TEZ 58 s
FRBOZIL, NTD OBEIEFEICEL D I
BZEINTWaboEtEZHN5,

£3 GIcPICTHNAETINIBEFRAHTMICEFSHNTD
ARDOEE

TI168 TI172 (ntdABC)

-IPTG +IPTG Ratio -IPTG +IPTG Ratio

alsS 2+15 500 = 80 0.04 +0.03 560+120  650+150 0.86 +0.06

maeN 2417 100 + 34 0.22+0.09 180 +55 18058  0.99+0.01
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