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The purpose of this study was to investigate the regulatory
mechanisms of TPMT gene expression and provide an information for future clinical studies
regarding individual variations in drug efficacy and safety. We examined the relationship
between TPMT activity and methylation of TPMT promoter or expression levels of microRNA.
These results showed that TPMT activity was not significant effect on the regulatory
mechanisms of methylation and microRNA. This study showed that individual variation of
TPMT activity in human livers was associated with the present of genetic polymorphisms.
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