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IR R OBEE (3530) : To examine the physiological function of a transcription factor Nrfl
in the regulation of lipid metabolism, I tried to identify Nrfl-associated factors by using
mass spectrometry. As a result, an E3 ubiquitin ligase subunit b-TrCP2 was identified.
Further analyses revealed that b-TrCP2 regulates degradation of Nrfl in the nucleus.
These results provide a mechanistic insight into how Nrfl is regulated to function in the
target gene expression.
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