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Analysis of cell wall constituents of Orientia tsutsugamushi

MRREESL (EX)
HERERE
il EA (NAKAYAMA KEISUKE)
BIFKE - BFE - Bi%
MEEEZES: 10347057

R ROME (F10) : CNETH IV = F 7 « Y HAYOEKIZIZNTF K70 B RN F
FELBRNWESINTE, LML, BEMBEABITHEOBWNTTF K7 ) AR ERITH S
RAB~A om0 1929 i - HeLa fiia - RAW264 MRNIZRIT A4V 2 F 7 « Y A
O AR IEIT D Z E AW LM Lin, ZOMAE, EHRIEOF - RIRRIEORREICE
B OO0 TH B,

WFZER S OBEE (530) : Researchers analyzed the chemical composition in whole cells of
Orientia tsutsugamushi and concluded that this bacteria have no peptidoglycan. But we
revealed that the fosfomycin strongly suppresses the growth of Orientia. This finding helps
the development of a new therapeutic strategy of the scrub typhus.
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