= C-19
FIEMREMBEAREARBRESE
PRk 2 34 6 29 HIUE

HEEES . 82603

MEER  EFB

MEHR: 2008 ~ 2010

EEES 20790361

MZEFEER (F130) KBEADAIARY / LREZRZEFIA L= HSV ™ 1 )L X HIEHEF 0 fE T

FEEEREL (FEX) Analysis of the regulatory proteins of HSV using the mutagenesis in
E.coli
MERERSE
Ad EF (TANAKA MICHIKO )
[E L REAERFTAT - BPREE - TEMARE
MEELZS: 10356248

WFIERR OBE (F130)
ABFFRORRFNT, TN E TICHGFHENRFE L CEMBORBENICE T 2B VA NVAT

LYWL AEFRIR U, HSVORE 2 2038 8L & L o3 7 B OFEM 22 AW HOSRAT 24T . HSV OJRJEMED
fEINZIE S 2 e THh D, Tz, HMFBEH R OMassfifbr OF 7= 708 A XV 15 ER A5 B
T —F T XL FaEER RS T, 2 XY, Fifcde, HSVIREMEICEZE E Bbh o n <o
DIEFEAOFEMBFAETETBY, SHBERIEENHFEIND,

WRFERR OBEEL (330 -

Priority of these study is that, new and detail analysis of HSV proteins and reveal the
pathogenesis of HSV-1 by using original HSV genome mutagenesis in E. coli. Moreover,
combine of MASS analysis, more wide studies, can approach both of virus and host

situations. Some candidate proteins are revealed already. More study and repots are

expected.
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