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Chemosensitivity prediction of platinum—containing anticancer drugs with gene expression of
copper transporter on cell membrane
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WFZERR S DL (F3L) @ Incell line experiments, gene knockdown of ATP7A, ATP7B and hCTR1
by siRNA showed no statistically significant difference in chemosensitivity of cisplatin
and oxaliplatin. And in clinical sample experiments, there was no significant difference
between cancer tissue and normal tissue from cancer-bearing patients in DNA methylation,
point mutation and mRNA expression of these copper transporter genes.
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