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WFFER R OMEE (Fus0) : M RERE MR IZB L C~ v AMRET V% AW CEIEICE D 25
BIRSZMEBR T DIRR AT o T2, MiZRERE T 2 BRSO &y CBA/N ~ w7 2 & B
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WFZERC R OMEEE (330) : T explored the disease—susceptible genes associated with severe
pneumonia with Streptococcus pneumoniae in mouse model. I identified candidate region
within 10 cM on chromosome 1 by using linkage analysis with CBA/J x C57B6/J F(2) intercross
mouse. In this region, I confirmed possible disease—susceptibility-related genes such
as immunoglobulin and apoptosis.
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