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WFZERC R OMEEE  (330) : The phylogenetic analysis of the NS5b region of the HCV genome was
useful for proving mother—to—infant transmission of HCV. The evolution of NS5b did not
increase in infants infected through mother—to—infant transmission in childhood. The lower

immunological pressure generated by the infant host may affect viral evolution.
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Table 3. Number of nucleotide and amino acids substitutions and nucleotide
substitution rate in the patients infected by mother-to-infant transmission
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substitution rate in the mothers of the patients infected by
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