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IR R OBEE (J£3T) 1 established the methodology to characterize the phenotypic differences in
the patients with mitochondrial diseases by using a systematic molecular and protein analysis in
mitochondrial electron transport components and a comprehensive functional analysis in mitochondria
and cells. This methodology would be available not only for investigating the actual molecular
pathogenesis in various mitochondrial diseases caused by newly found mutations, but also for
applications in evidence-based therapeutics according to the pathogenic features and the clinical
symptoms of the patients.
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