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IR R OBEE (L) . We hypothesize that the genetic basis for schizophrenia is
mutational events mediated by the mobile elements causing genome instability under the
abnormal methylation. These dynamics of mobile elements is not fully fixed, and might be
progressively in terms of imprinting or after event onset. Herein, we have attempted the
screening of de novo mutations mediated by LINE-1 and Alu in patients from the
schizophrenia trios and the sequential samples from patient and control subject.
Consequently, we have identified the de novo mutation mediated by LINE-1 and Alu which
were specific to patient. Our results suggested that the dynamics of mobile elements might
be one of the risk factors for schizophrenia. Further research using screenings of de novo
mutations mediated by mobile elements from various samples is needed to clarify the
etiology in schizophrenia.
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Figurel. FISH on combed DNA using
LINE-1 labeled by Alexa488 and AluYab
labeled by Alexa594 as probe. Scale bar is
10pm.



Figure2. Multicolor FISH on combed DNA
using Repeat-Free ™ Poseidon ™ FISH
Probes ON DLEU (13q14) / 13qter (C) and
AluYa5 labeled by Alexa488 (D) as probes.
The slides were counterstained with DAPI
(4',6-diamidino-2-phenylindole, E). (A)
Merge of all signals (B) Merge of C and D.
Scale bar is 10pm.

presence

Figure3. Multicolor FISH on combed DNA
from the patient using GSP1038D01 and
AluYab as probes. Scale bar is 10 u m.
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