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Analysis of function of bone morphogenetic protein signaling inbone
remodel ing and osteoclast formation
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WFER R o2 (3£37) : Bone morphogenetic protein (BMP) is an important protein in the
skeletal metabolism. So far it is known that BMP signaling promote osteoblastic
differentiation, but its role in osteoclasts is not clear. So we analyzed the key role of BMP
signaling in osteoclast. We found that BMP signaling in bone remodeling plays an
important roles in the osteoclast, and we considered it is necessary for bone tissue

formation and maintenance.
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