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W R OMEEE (330) : In this study, we examined the expressions of microRNAs in the
inner ear of the senescence-accelerated model (SAM-P1) mouse and its control strain using
microRNA microarray to understand the microRNAs role in the maintenance of hearing
function and the mechanism of age-related hearing impairment. We identified microRNAs
highly expressed in mouse cochleae. Interestingly, miR-96, miR-182 and miR-183, which
are proposed as important factors for inner ear development and function, were deceased
by about half in 20-week-old SAM-P1 mice, revealing an age-related hearing loss
phenotype.
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