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detecting heterogeneity of neuroblastomas with a whole genetic
analysis using SNP array
Ryota Souzaki
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We thought that a small change of dosage of the MYCN gene due to
intratumoral heterogeniety and a chromosomal gain of MYCN gene affected the prognosis in
neuroblastoma. Therefore, the microdissection and SNP array were performed to determine the dosage
of the MYCN gene and we found tha cases with a small number of MYCN amplified cells and a large
number of MYCN gain cells. It was thought that a judgment of more accurate MYCN amplification

was necessary using LCM and SNP array analysis in future
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T 3 S| - |1 | 27 164 Q54 |MYCNIRIEERE| #5808 | dead
z 43 4 | - 1|z 0.6 052 |MYCNIWERE| ND. | dead
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¥ 43 4 - 1| 325 Z 112 Zp g3indE gain dead
a 12 4 - | 1| 228 113 1.03 ZpeanBf ND. dead
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