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Mitotic checkpoint ensures the equal segregation of chromosomes during mitosis. We
identified minimal binding region of blinkin with mitotic checkpoint proteins, Bub1l
and BubR1, and showed this domain is functionally important. Furthermore we
1dentified blinkin binding kinetochore protein, hMisl4, and showed hMisl14-HP
(heterochromatin protein)-1 interaction is mutually required for their interaction and
functions. These results provide the new concept that HP1-dependent inner centromre
assembly could affect the kinetochore assembly and mitotic checkpoint.
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