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The gene expression profile of extranodal NK/T cell lymphoma, nasal
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There have not been the study attempting to classify T/NK cell
tumor by using the comprehensive gene expression profiles and referring the dogma of
innate immune system versus adaptive immune system. We picked up “ innate immune
associated genes” that were higher expressed in normal NK cell, normal gamma-delta T
cell, NK cell lines and gamma-delta T cell lines than normal T cell and T cell lines.
These genes could distinguish clinical samples of NK cell/gamma delta T cell tumors from
clinical samples of other type T cell lymphomas. Furthermore, clustering analysis
revealed NK/gamma-delta T cell lymphomas were regarded as same group with normal innate
immune cells, and “ innate immune signatures” still remained in these neoplastic
samples.
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