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Creation of a platform strains capable of su plyin? sufficient quantities of
various precursors without being restricted by cell growth
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In this study, we developed a platform microorganism capable of supplying
sufficient quantities of various precursor groups, thereby developing a fundamental technology to
improve the productivity and yield of various useful compounds produced using microorganisms.
Metabolic pathways contain a vast number of branching and joining points where carbon partitioning
occurs. We have succeeded in increasing the production of 1,2-propanediol and resveratrol by
breaking up pathways, combining pathways, and improving yields by using various carbon sources,
demonstrating the usefulness of this technology.
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