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Functional analysis of novel Cas protein candidates for development of new
genetic engineering technology

Ishino, Yoshizumi
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In this study, the principal investigator used a database of microbial
metagenomic sequences in seawater, which he had created themselves, to extract sequences for CRISPR
from it, and searched for protein-coding genes in the vicinity of the sequences to identify new
CRISPR-Cas candidates. A total of 10 CRISPR-Cas candidates were found. The genes for the candidate
Cas effector were cloned, and Cas proteins were produced in E. coli, and characterized them in
vitro. The results of this study demonstrated that two types of miniature Cas proteins were
identified with their crRNAs, PAM sequences, and cleave activity for the target genes.
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