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Genetic mechanism of parallel evolution of mimicry supergene in swallowtail
butterflies

Fujiwara, Haruhiko

31,200,000

90

Some complex adaptive traits, such as mimicry, are controlled by groups of

contiguous genes on a chromosome called ~“supergene®®. Chromosomal inversions suppress recombination

in many supergenes, such as the region responsible for Batesian mimicry in Papilio polytes, but are
absent in a mimicry supergene in the closely related Papilio machaon. In this study, we clarified
for the first time that multiple genes that constitute the mimicry supergenes of these two species
are involved in mimicry pattern formation. In addition, we clarified the genetic background and
evolutionary process of parallel evolution of Batesian mimicry by comparing the structures of
mimicry supergenes of related species of swallowtails.
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