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We evaluated the potential of water supply systems as a source of infection
by non-tuberculous mycobacteria (NTM), whose incidence rate has been increasing in Japan and other
countries in recent years. Surveillance of NTM in household plumbing and showerheads revealed that
Mycobacterium avium, a typical pathogenic NTM, was not detected, but other opportunistic pathogenic
NTM were prevalent. These NTM groups were extremely chlorine resistant, suggesting that they can
survive and regrow in the water supply system.
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