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Development of a method for evaluating fecal contamination sources in aquatic
environments based on the detection of host-specific viral genetic markers
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This study aimed to develop a method for evaluating fecal contamination
sources in aquatic environments using host-specific microbial genetic markers including viruses and
phages.Somatic colipahges were assessed as a novel microbial genetic marker whether the
genotype-level detection would enable analysis of fecal contamination sources.In addition, a method
using high-throughput real-time PCR based on microfluidics was developed to identify fecal
contamination sources in a single reaction by adding not only viruses but also Bacteroidales and
mitochondrial DNA. The developed method enables to evaluate the acutal conditions of fecal
contamination by wild animals, which cannot be detected by the analysis of Escherichia coli alone.
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