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Development of a novel genome editing method through transient arrest control of
the tumor suppressor protein p53
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Genome editing has attracted si?nificant attention as a next-generation gene
therapy method. However, CRISPR/Cas9 also preferentially edits genomes of cells with dysfunctional
cancer suppressor protein p53, and therefore, the development of safer and more efficient genome
editing methods is required. In this study, we investigated the structural stability of p53 tetramer
formation and examined the conditions for various parameters. As a result, we succeeded in
significantly enhancing genome editing efficiency by transiently inhibiting p53 function through the
addition of p53 tetramer formation domain peptide analogues to target cells.
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Table 1 p53
p53TD sequences identity similarity
Human 324DGEYFTLQI RGRERFEMFRELNEALELKDAQAGKE 358 - -
Tree shrew 324 E G L | M 358 88.6% 94.3%
Guinea pig 321 A K G KN (L I F TE 355 71.4% 91.4%
Chinese hamster 324 K ~GH K Q S G358 829% 94.3%
Sheep 313 G K M R 347 91.4% 97.1%
Opossum 296 E GRQRJM E N8 | E " HSR 330 711.4% 97.1%
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