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Pyruvate metabolism associated with ester synthesis in apple

Tanaka, Fukuyo
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Esters are abundant in Japanese apple varieties. Aroma components of
particular importance include acetate esters, which have a fruity aroma, and ethyl esters, which
have a sweet aroma. Therefore, we conducted co-expression analysis of apple aroma and RNAseq for
the purpose of identify key genes and metabolic pathways of major ester synthesis.

In consequence, ethyl esters were strongly associated with glycolysis genes and ethanol
fermentation related genes, while acetate esters were associated generation of acetyl-CoA such as
lipid oxidation.

apple aroma ethyl esters acetyl esters cultivars gene expression
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Heatmap (random sampling from the entire dataset) Sample and CG-module clustering
Sample clustering .
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CG-module clustering

: i
category gene metabolite phenotype
count (notive) 52741 162 2
count (node with GO/IPR) 3721 N/A N/A
count (filtered by QC) 32785 162 2
count [clossified to module) 25986 (1) 0
*power threshold = [16 ]
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Direct evidence for dynamics of cell heterogeneity in watercored apples: turgor-associated 2021
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