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Functional analysis of a solanaceae plant-specific secreted protein that
suppresses infection by a wide range of pathogenic oomycetes
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Potato late blight is the most important disease of potato, one of the four
major crops in the world. We isolated the secreted protein gene SAR8.2m from Nicotiana benthamiana
(a model plant of the Solanaceae plants) as an essential gene for resistance to the potato late
blight pathogen, Phytophthora infestans. In this study, we determined the structure of the matured
peptide of SAR8.2m and found that the synthesized SAR8.2m peptide inhibited spore germination and
mycelial elongation of pathogens including potato late blight, gray mold and tomato wilt. In
addition, potato transformants expressing SAR8.2m showed enhanced disease resistance, indicating
that SAR8.2m plays a central role in non-host resistance of Solanaceae plants.
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