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The diversity of viral communities and their infection dynamics in the
rhizosphere of crops

Kondo, Hideki
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Crops are affected by various microorganisms and invertebrates that inhabit
the phyllosphere and rhizosphere. It is assumed that these organisms carry a wide range of viruses,
but their diversity and impact on crop production have not been well understood. In this project,
our focus was on barley and wheat crops, and we conducted in-depth studies of viromes in the
rhizosphere (and also the phyllosphere), which had not been extensively analyzed before. By using
RNA-seq analysis on field samples of barley and wheat over a three-year period, we discovered
multiple RNA viruses that infect plants, as well as insects, including previously unknown viruses.
Furthermore, we identified a wide range of mycovirus candidates in the rhizosphere, although their
actual hosts are yet to be determined. These findings are expected to provide valuable insights into

the diversity of viral communities in barley and wheat agroecosystems, and they will contribute to
future studies on infectious dynamics.
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