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The study of progenitor dedifferentiation in mouse testis
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In the mouse testis, clones of undifferentiated sBermatogonia can
interconvert between spermatogonial stem cells (SSCs) and progenitors, but the mechanism behind
this process remains poorly understood. In this study, we aimed to understand the mechanism of
interconversion between SSCs and progenitors by using single-cell RNA-seq analysis, analyzing
reporter mice which can monitor this process, and developing an experimental system to efficiently
analyze this process in vitro. As the results from RNA velocity analysis, we found a possibility
that cells, which annotated the intermediate state between SSCs and progenitors could interconvert
between SSCs and progenitors. Finally, our results strongly suggest that the inhibition of mTORC1 is
involved in the interconversion between SSCs and progenitors.
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