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In this study, we focused on Clr4, a histone H3K9 methyltransferase that
plays an important role in heterochromatin assembly in fission yeast, and the Clr4 methyltransferase
complex (CLRC), and examined how their activities and functions are regulated. We found that Clr4
interacts directly with one of the CLRC components via the C-terminal SET domain-containing region.

We also found that the methyltransferase activity of Clr4 is autoregulated by intramolecular
interactions between its N- and C-terminal regions.
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