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Secretory proteins synthesized in the endoplasmic reticulum (ER) bud off
from the ER exit sites (ERES) and are transported to the Golgi apparatus before being secreted
outside the cells. ERES is the starting point of secretion, but its composition and regulatory
mechanisms are not well understood. We discovered that TANGO1l, isolated as a cargo receptor for
collagen, cooperates with Secl6 to facilitate the formation of ERES. Additionally, we found that
phosphorylation of TANGO1 by CK1 during mitosis leads to the disassembly of ERES during cell

division. Furthermore, we revealed that Secl6 also undergoes CKl-mediated phosphorylation, which
regulates its binding activity to ERES through liquid-liquid phase separation.
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