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The purpose of this study is the clarification of tRNA recognition

mechanisms of multiple subunit tRNA modification enzymes. Eukaryotic tRNA methyltransferase complex
(Trm11-Trm112 complex) methylates only 20 tRNA molecular species among 43 tRNA species. We have
clarified the recognition sites in tRNA of Trm11-Trml112 complex, namely the G10-C25 base pair, CCA
terminus, regular size (5 nt) valiable region, and phsphate-ribose backbone around position 38 in
tRNA. Furthermore, we have developed a new 4-thiouridine detection system and a new analysis method
for tRNA modification enzymes using a next generation DNA sequencer. Moreover, the procols for the
later method have been described in Methods in Enxymology. In addition, the knowledges concering
THUMP domain has been summarized in a review.
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