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To establish a technique for detectin? multiple epigenomes using DNA
methylation footprinting, we first established multiple methyltransferases (MTases) of different
recognition sequences. Then, by adapting the SpyTag-SpyCatcher system, we established a technology
for connecting an antibody with an MTase. In addition, we have developed a technique for efficiently

recovering high-quality DNA from formalin-fixed tissues. Furthermore, we have also developed a
technique for recovering naturally paired heavy and light chains of 1gGs from B cells derived from
pre-immuned animals with the target epigenome as an antigen.
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